More on that Term Paper—Chemistry 345/545

Due dates—Nov. 22 by 5 PM (revised date) & In class presentations—Dec. 1 and 3

To find out which organisms have genomes under study visit:

· http://www.ncbi.nlm.nih.gov/Genomes/index.html
· http://www.tigr.org/tdb/
· http://www.sanger.ac.uk/Info/Statistics/
The 2002 priority list for Genome projects can be found here:

· http://www.genome.gov/10002851
In addition, you may find “white papers” that specifically discuss the reasons for sequencing a particular genome.

or browse through actual books (to be placed on Collier reserve)

· Genomes—T.A Brown—reviews many experimental techniques

· Genomics and Bioinformatics—C. W. Sensen—Chapter 1 reviews model organism genomes.

· Bioinformatics and Functional Genomics—Pevsner—Chapters 12-17 review the history of genome projects and summarize developments from viral, microbial, fungi, eukaryotes, and human genomes.

What each paper must have:

· A reference to and your discussion of “the” paper that introduces the subject of your paper.  (The Legionnaire’s Disease article from the Sept. 24, 2004 issue of Science would be an example).

· What experiments were done?  Complete sequencing of all chromosomes?  Functional genomics?  A draft genome?  

· Your discussion of an important issue for the genome under study.  Questions of genome size, virulence, relatedness to other organisms, metabolic pathways, drug design possibilities.  For this part, you will read numerous articles that depend on the original genome paper.  Performing a citation search on the original paper may be helpful.

· Your discussion of the value or potential value of the genome project

· Complete list of references you cited that should include about 10 primary sources and up to several more general references.  Note that journal articles should be cited as such,even if you cited them electronically.  You may include key Web citations and figures should have citations.

You may include:

· An electronic supplement.

· You may choose to focus on the techniques used to complete the study of the genome, transcriptome, proteome, or metabolome.

And each paper should avoid:

· Lots of jargon and description of unfamiliar techniques.  

· Use your own words—avoid direct citations

